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Genes 

http://ghr.nlm.nih.gov/handbook/ 
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http://www.ninds.nih.gov/ 
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https://www.benaroyaresearch.org/ 



Challenges 

Sboner et al. Genome Biology 2011 12:125  



Analysis Tools 
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MaCH 
 
Minimac 



Genotype Imputation 

Howie, B. Genotype imputation for genome-wide association studies.	
  



MaCH Documentation 



HSP-BLAST 

Rekapalli et al.: PoPLAR: Portal for Petascale Lifescience Applications and Research 



All vs. All BLAST 

http://www.bio.davidson.edu/ 
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PoPLAR 

Rekapalli et al.: PoPLAR: Portal for Petascale Lifescience Applications and Research 



Future Goals 

§  Extension of HSP-BLAST all v. all analysis 

§  Improved automated workflows 

§  HSP implementation of additional tools 

§  Increased accessibility for computational tools 

through science gateways 
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